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the 

C--> 
C--> 



4 

5 

7 <120> 
Same 

9 <130> 
<140> 
<141> 
<150> 
<151> 
<160> 
<170> 
<210> 
<211> 
<212> 
<213> 
<400> 



ENTERED 



<110> APPLICANT: Walke, D. Wade 
Scoville, John 

TITLE OF INVENTION: Novel Human Semaphorin Proteins and Polynucleotides Encoding 



11 
11 

11 
12 
14 
16 
18 
19 
20 
21 



FILE REFERENCE: LEX-0255-USA 

CURRENT APPLICATION NUMBER: US/09/981 f 318 

CURRENT FILING DATE: 2001-10-17 

PRIOR APPLICATION NUMBER: US 60/241,194 
PRIOR FILING DATE: 2000-10-17 
NUMBER OF SEQ ID NOS : 3 5 

SOFTWARE: FastSEQ for Windows Version 4.0 
SEQ ID NO: 1 
LENGTH: 2304 
TYPE: DNA 

ORGANISM: homo sapiens 
SEQUENCE: 1 



23 

24 atgcccagcc agggcagggt ggagagctgc agctgcaggt ccggaggcgg 

25 ggcgactcgg gggcggaccg cggggcggag ctgccgcccg tgagtccggc 

26 gagcccgagc cgcgggacac cgtcgctcct gctctccgaa tgctgcgcac 

27 ctgaggagct ggctcgccgc cccatggggc gcgctgccgc ctcggccacc 

28 ctcctgctgc tgctgctcct gctgcagccg ccgcctccga cctgggcgct 

29 atcagcctgc ctctgggctc tgaagagcgg ccattcctca gattcgaagc 

30 tccaactaca cagcccttct gctgagcagg gatggcagga ccctgtacgt 

31 gaggccctct ttgcactcag tagcaacctc agcttcctgc caggcgggga 

32 ctgctttggg gtgcagacgc agagaagaaa cagcagtgca gcttcaaggg 

33 cagcgcgact gtcaaaacta catcaagatc ctcctgccgc tcagcggcag 

34 acctgtggca cagcagcctt cagccccatg tgtacctaca tcaacatgga 

35 ctggcaaggg acgagaaggg gaatgtcctc ctggaagatg gcaagggccg 

36 gacccgaatt tcaagtccac tgccctggtg gttgatggcg agctctacac 

37 agcagcttcc aagggaatga cccggccatc tcgcggagcc aaagccttcg 

38 accgagagct ccctcaactg gctgcaagac ccagcttttg tggcctcagc 

39 gagagcctgg gcagcttgca aggcgatgat gacaagatct actttttctt 

40 ggccaggaat ttgagttctt tgagaacacc attgtgtccc gcattgcccg 

41 ggcgatgagg gtggagagcg ggtgctacag cagcgctgga cctccttcct 

42 ctgctgtgct cacggcccga cgatggcttc cccttcaacg tgctgcagga 

43 ctgagcccca gcccccagga ctggcgtgac acccttttct atggggtctt 

44 tggcacaggg gaactacaga aggctctgcc gtctgtgtct tcacaatgaa 

45 agagtcttca gcggcctcta caaggaggtg aaccgtgaga cacagcagtg 

46 acccacccgg tgcccacacc ccggcctgga gcgtgcatca ccaacagtgc 

47 aagatcaact catccctgca gctcccagac cgcgtgctga acttcctcaa 

48 ctgatggacg ggcaggtccg aagccgcatg ctgctgctgc agccccaggc 

49 cgcgtggctg tacaccgcgt ccctggcctg caccacacct acgatgtcct 

50 actggtgacg gccggctcca caaggcagtg agcgtgggcc cccgggtgca 

51 gagctgcaga tcttctcatc gggacagccc gtgcagaatc tgctcctgga 

52 gggctgctgt atgcggcctc acactcgggc gtagtccagg tgcccatggc 

53 ctgtacagga gctgtgggga ctgcctcctc gcccgggacc cctactgtgc 

54 tccagctgca agcacgtcag cctctaccag cctcagctgg ccaccaggcc 

55 gacatcgagg gagccagcgc caaggacctt tgcagcgcgt cttcggttgt 



gggcccccgg 
cgagccacct 
cgcgatgggc 
gctgctgctg 
cagcccccgg 
tgaacacatc 
gggtgctcga 
gtaccaggag 
caaggaccca 
tcacctgttc 
gaacttcacc 
ttgtcccttc 
tggaacagtc 
ccccaccaag 
ctacattcct 
cagcgagact 
catctgcaag 
caaggcccag 
tgtcttcacg 
cacttcccag 
ggatgtgcag 
gtacaccgtg 
ccgggaaagg 
ggaccacttc 
tcgctaccag 
cttcctgggc 
catcattgag 
cacccacagg 
caactgcagc 
ttggagcggc 
gtggatccag 
gtccccgtct 



l.r / 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
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56 tttgtaccaa caggggagaa gccatgtgag caagtccagt tccagcccaa cacagtgaac 

57 actttggcct gcccgctcct ctccaacctg gcgacccgac tctggctacg caacggggcc 

58 cccgtcaatg cctcggcctc ctgccacgtg ctacccactg gggacctgct gctggtgggc 

59 acccaacagc tgggggagtt ccagtgctgg tcactagagg agggcttcca gcagctggta 

60 gccagctact gcccagaggt ggtggaggac ggggtggcag accaaacaga tgagggtggc 

61 agtgtacccg tcattatcag cacatcgcgt gtgagtgcac ccagcacccg gctggggcct 

62 gtccctggat gcaggctact ctag 

64 <210> SEQ ID NO: 2 

65 <211> LENGTH: 767 

66 <212> TYPE: PRT 

67 <213> ORGANISM: homo sapiens 

69 <400> SEQUENCE : 2 

70 Met Pro Ser Gin Gly Arg Val Glu Ser Cys Ser Cys Arg Ser Gly Gly 

71 1 5 10 15 

72 Gly Gly Pro Arg Gly Asp Ser Gly Ala Asp Arg Gly Ala Glu Leu Pro 

73 20 25 30 

74 Pro Val Ser Pro Ala Glu Pro Pro Glu Pro Glu Pro Arg Asp Thr Val 

75 35 40 45 

76 Ala Pro Ala Leu Arg Met Leu Arg Thr Ala Met Gly Leu Arg Ser Trp 
77 
78 

79 65 70 75 80 

80 Leu Leu Leu Leu Leu Leu Leu Leu Gin Pro Pro Pro Pro Thr Trp Ala 

81 85 90 95 

82 Leu Ser Pro Arg lie Ser Leu Pro Leu Gly Ser Glu Glu Arg Pro Phe 

83 100 105 110 

84 Leu Arg Phe Glu Ala Glu His lie Ser Asn Tyr Thr Ala Leu Leu Leu 



50 55 60 

Leu Ala Ala Pro Trp Gly Ala Leu Pro Pro Arg Pro Pro Leu Leu Leu 



85 
86 
87 



115 



120 



125 



Ser Arg Asp Gly Arg Thr Leu Tyr Val Gly Ala Arg Glu Ala Leu Phe 
130 135 140 

88 Ala Leu Ser Ser Asn Leu Ser Phe Leu Pro Gly Gly Glu Tyr Gin Glu 

89 145 150 155 160 

90 Leu Leu Trp Gly Ala Asp Ala Glu Lys Lys Gin Gin Cys Ser Phe Lys 

91 165 170 175 

92 Gly Lys Asp Pro Gin Arg Asp Cys Gin Asn Tyr lie Lys lie Leu Leu 

93 180 185 190 

94 Pro Leu Ser Gly Ser His Leu Phe Thr Cys Gly Thr Ala Ala Phe Ser 

95 195 200 205 

96 Pro Met Cys Thr Tyr lie Asn Met Glu Asn Phe Thr Leu Ala Arg Asp 

97 210 215 220 

98 Glu Lys Gly Asn Val Leu Leu Glu Asp Gly Lys Gly Arg Cys Pro Phe 

99 225 230 235 240 

100 Asp Pro Asn Phe Lys Ser Thr Ala Leu Val Val Asp Gly Glu Leu Tyr 

101 245 250 255 

102 Thr Gly Thr Val Ser Ser Phe Gin Gly Asn Asp Pro Ala lie Ser Arg 

103 260 265 270 

104 Ser Gin Ser Leu Arg Pro Thr Lys Thr Glu Ser Ser Leu Asn Trp Leu 

105 275 280 285 

106 Gin Asp Pro Ala Phe Val Ala Ser Ala Tyr lie Pro Glu Ser Leu Gly 



1980 
2040 
2100 
2160 
2220 
2280 
2304 
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107 




290 










295 










300 










108 


Ser 


Leu 


Gin 


Gly 


Asp 


Asp 


Asp 


Lys 


He 


Tyr 


Phe 


Phe 


Phe 


Ser 


Glu 


Thr 


109 


305 










310 










315 










320 


110 


Gly 


Gin 


Glu 


Phe 


Glu 


Phe 


Phe 


Glu 


Asn 


Thr 


He 


Val 


Ser 


Arg 


He 


Ala 


111 










325 










330 










335 




112 


Arg 


He 


Cys 


Lys 


Gly 


Asp 


Glu 


Gly 


Gly 


Glu 


Arg 


Val 


Leu 


Gin 


Gin 


Arg 


113 








340 










345 










350 






114 


Trp 


Thr 


Ser 


Phe 


Leu 


Lys 


Ala 


Gin 


Leu 


Leu 


Cys 


Ser 


Arg 


Pro 


Asp 


Asp 


115 






355 










360 










365 








116 


Gly 


Phe 


Pro 


Phe 


Asn 


Val 


Leu 


Gin 


Asp 


Val 


Phe 


Thr 


Leu 


Ser 


Pro 


Ser 


117 




370 










375 










380 










118 


Pro 


Gin 


Asp 


Trp 


Arg 


Asp 


Thr 


Leu 


Phe 


Tyr 


Gly 


Val 


Phe 


Thr 


Ser 


Gin 


119 


385 










390 










395 










400 


120 


Trp 


His 


Arg 


Gly 


Thr 


Thr 


Glu 


Gly 


Ser 


Ala 


Val 


Cys 


Val 


Phe 


Thr 


Met 


121 










405 










410 










415 




122 


Lys 


Asp 


Val 


Gin 


Arg 


Val 


Phe 


Ser 


Gly 


Leu 


Tyr 


Lys 


Glu 


Val 


Asn 


Arg 


123 








420 










425 










430 






124 


Glu 


Thr 


Gin 


Gin 


Trp 


Tyr 


Thr 


Val 


Thr 


His 


Pro 


Val 


Pro 


Thr 


Pro 


Arg 


125 






435 










440 










445 








126 


Pro 


Gly 


Ala 


Cys 


He 


Thr 


Asn 


Ser 


Ala 


Arg 


Glu 


Arg 


Lys 


He 


Asn 


Ser 


127 




450 










455 










460 










128 


Ser 


Leu 


Gin 


Leu 


Pro 


Asp 


Arg 


Val 


Leu 


Asn 


Phe 


Leu 


Lys 


Asp 


His 


Phe 


129 


465 










470 










475 










480 


130 


Leu 


Met 


Asp 


Gly 


Gin 


Val 


Arg 


Ser 


Arg 


Met 


Leu 


Leu 


Leu 


Gin 


Pro 


Gin 


131 










485 










490 










495 




132 


Ala 


Arg 


Tyr 


Gin 


Arg 


Val 


Ala 


Val 


His 


Arg 


Val 


Pro 


Gly 


Leu 


His 


His 


133 








500 










505 










510 






134 


Thr 


Tyr 


Asp 


Val 


Leu 


Phe 


Leu 


Gly 


Thr 


Gly 


Asp 


Gly 


Arg 


Leu 


His 


Lys 


135 






515 










520 










525 








136 


Ala 


Val 


Ser 


Val 


Gly 


Pro 


Arg 


Val 


His 


He 


He 


Glu 


Glu 


Leu 


Gin 


He 


137 




530 










535 










540 










138 


Phe 


Ser 


Ser 


Gly 


Gin 


Pro 


Val 


Gin 


Asn 


Leu 


Leu 


Leu 


Asp 


Thr 


His 


Arg 


139 


545 










550 










555 










560 


140 


Gly 


Leu 


Leu 


Tyr 


Ala 


Ala 


Ser 


His 


Ser 


Gly 


Val 


Val 


Gin 


Val 


Pro 


Met 


141 










565 










570 










575 




142 


Ala 


Asn 


Cys 


Ser 


Leu 


Tyr 


Arg 


Ser 


Cys 


Gly 


Asp 


Cys 


Leu 


Leu 


Ala 


Arg 


143 








580 










585 










590 






144 


Asp 


Pro 


Tyr 


Cys 


Ala 


Trp 


Ser 


Gly 


Ser 


Ser 


Cys 


Lys 


His 


Val 


Ser 


Leu 


145 






595 










600 










605 








146 


Tyr 


Gin 


Pro 


Gin 


Leu 


Ala 


Thr 


Arg 


Pro 


Trp 


He 


Gin 


Asp 


He 


Glu 


Gly 


147 




610 










615 










620 










148 


Ala 


Ser 


Ala 


Lys 


Asp 


Leu 


Cys 


Ser 


Ala 


Ser 


Ser 


Val 


Val 


Ser 


Pro 


Ser 


149 


625 










630 










635 










640 


150 


Phe 


Val 


Pro 


Thr 


Gly 


Glu 


Lys 


Pro 


Cys 


Glu 


Gin 


Val 


Gin 


Phe 


Gin 


Pro 


151 










645 










650 










655 




152 


Asn 


Thr 


Val 


Asn 


Thr 


Leu 


Ala 


Cys 


Pro 


Leu 


Leu 


Ser 


Asn 


Leu 


Ala 


Thr 


153 








660 










665 










670 






154 


Arg 


Leu 


Trp 


Leu 


Arg 


Asn 


Gly 


Ala 


Pro 


Val 


Asn 


Ala 


Ser 


Ala 


Ser 


Cys 


155 






675 










680 










685 
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156 His Val Leu Pro Thr Gly Asp Leu Leu Leu Val 

157 690 695 

158 Gly Glu Phe Gin Cys Trp Ser Leu Glu Glu Gly 

159 705 710 715 

160 Ala Ser Tyr Cys Pro Glu Val Val Glu Asp Gly 

161 725 730 

162 Asp Glu Gly Gly Ser Val Pro Val He He Ser 

163 740 745 

164 Ala Pro Ser Thr Arg Leu Gly Pro Val Pro Gly 

165 755 760 

167 <210> SEQ ID NO: 3 

168 <211> LENGTH: 3144 

169 <212> TYPE: DNA 

170 <213> ORGANISM: homo sapiens 

172 <400> SEQUENCE: 3 

173 atgcccagcc agggcagggt ggagagctgc agctgcaggt 

174 ggcgactcgg gggcggaccg cggggcggag ctgccgcccg 

175 gagcccgagc cgcgggacac cgtcgctcct gctctccgaa 

176 ctgaggagct ggctcgccgc cccatggggc gcgctgccgc 

177 ctcctgctgc tgctgctcct gctgcagccg ccgcctccga 

178 atcagcctgc ctctgggctc tgaagagcgg ccattcctca 

179 tccaactaca cagcccttct gctgagcagg gatggcagga 

180 gaggccctct ttgcactcag tagcaacctc agcttcctgc 

181 ctgctttggg gtgcagacgc agagaagaaa cagcagtgca 

182 cagcgcgact gtcaaaacta catcaagatc ctcctgccgc 

183 acctgtggca cagcagcctt cagccccatg tgtacctaca 

184 ctggcaaggg acgagaaggg gaatgtcctc ctggaagatg 

185 gacccgaatt tcaagtccac tgccctggtg gttgatggcg 

186 agcagcttcc aagggaatga cccggccatc tcgcggagcc 

187 accgagagct ccctcaactg gctgcaagac ccagcttttg 

188 gagagcctgg gcagcttgca aggcgatgat gacaagatct 

189 ggccaggaat ttgagttctt tgagaacacc attgtgtccc 

190 ggcgatgagg gtggagagcg ggtgctacag cagcgctgga 

191 ctgctgtgct cacggcccga cgatggcttc cccttcaacg 

192 ctgagcccca gcccccagga ctggcgtgac acccttttct 

193 tggcacaggg gaactacaga aggctctgcc gtctgtgtct 

194 agagtcttca gcggcctcta caaggaggtg aaccgtgaga 

195 acccacccgg tgcccacacc ccggcctgga gcgtgcatca 

196 aagatcaact catccctgca gctcccagac cgcgtgctga 

197 ctgatggacg ggcaggtccg aagccgcatg ctgctgctgc 

198 cgcgtggctg tacaccgcgt ccctggcctg caccacacct 

199 actggtgacg gccggctcca caaggcagtg agcgtgggcc 

200 gagctgcaga tcttctcatc gggacagccc gtgcagaatc 

201 gggctgctgt atgcggcctc acactcgggc gtagtccagg 

202 ctgtacagga gctgtgggga ctgcctcctc gcccgggacc 

203 tccagctgca agcacgtcag cctctaccag cctcagctgg 

204 gacatcgagg gagccagcgc caaggacctt tgcagcgcgt 

205 tttgtaccaa caggggagaa gccatgtgag caagtccagt 

206 actttggcct gcccgctcct ctccaacctg gcgacccgac 



Gly Thr Gin Gin Leu 
700 

Phe Gin Gin Leu Val 
720 

Val Ala Asp Gin Thr 
735 

Thr Ser Arg Val Ser 
750 

Cys Arg Leu Leu 
765 



ccggaggcgg 
tgagtccggc 
tgctgcgcac 
ctcggccacc 
cctgggcgct 
gattcgaagc 
ccctgtacgt 
caggcgggga 
gcttcaaggg 
tcagcggcag 
tcaacatgga 
gcaagggccg 
agctctacac 
aaagccttcg 
tggcctcagc 
actttttctt 
gcattgcccg 
cctccttcct 
tgctgcagga 
atggggtctt 
tcacaatgaa 
cacagcagtg 
ccaacagtgc 
acttcctcaa 
agccccaggc 
acgatgtcct 
cccgggtgca 
tgctcctgga 
tgcccatggc 
cctactgtgc 
ccaccaggcc 
cttcggttgt 
tccagcccaa 
tctggctacg 



gggcccccgg 
cgagccacct 
cgcgatgggc 
gctgctgctg 
cagcccccgg 
tgaacacatc 
gggtgctcga 
gtaccaggag 
caaggaccca 
tcacctgttc 
gaacttcacc 
ttgtcccttc 
tggaacagtc 
ccccaccaag 
ctacattcct 
cagcgagact 
catctgcaag 
caaggcccag 
tgtcttcacg 
cacttcccag 
ggatgtgcag 
gtacaccgtg 
ccgggaaagg 
ggaccacttc 
tcgctaccag 
cttcctgggc 
catcattgag 
cacccacagg 
caactgcagc 
ttggagcggc 
gtggatccag 
gtccccgtct 
cacagtgaac 
caacggggcc 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
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207 


cccgtcaatg 


cctcggcctc 


ctgccacgtg 


ctacccactg 


gggacctgct 


gctggtgggc 


2100 


208 


acccaacagc 


tgggggagtt 


ccagtgctgg 


tcactagagg 


agggcttcca 


gcagctggta 


2160 


209 


gccagctact 


gcccagaggt 


ggtggaggac 


ggggtggcag 


accaaacaga 


tacggtgccc 


2220 


210 


acaccccggc 


ctggagcgtg 


catcaccaac 


agtgcccggg 


aaaggaagat 


caactcatcc 


2280 


211 


ctgcagctcc 


cagaccgcgt 


gctgaacttc 


ctcaaggacc 


acttcctgat 


ggacgggcag 


2340 


212 


gtccgaagcc 


gcatgctgct 


gctgcagccc 


caggctcgct 


accagcgcgt 


ggctgtacac 


2400 


213 


cgcgtccctg 


gcctgcacca 


cacctacgat 


gtcctcttcc 


tgggcactgg 


tgacggccgg 


2460 


214 


ctccacaagg 


cagtgagcgt 


gggcccccgg 


gtgcacatca 


ttgaggagct 


gcagatcttc 


2520 


215 


tcatcgggac 


agcccgtgca 


gaatctgctc 


ctggacaccc 


acagggggct 


gctgtatgcg 


2580 


216 


gcctcacact 


cgggcgtagt 


ccaggtgccc 


atggccaact 


gcagcctgta 


caggagctgt 


2640 


217 


ggggactgcc 


tcctcgcccg 


ggacccctac 


tgtgcttgga 


gcggctccag 


ctgcaagcac 


2700 


218 


gtcagcctct 


accagcctca 


gctggccacc 


aggccgtgga 


tccaggacat 


cgagggagcc 


2760 


219 


agcgccaagg 


acctttgcag 


cgcgtcttcg 


gttgtgtccc 


cgtcttttgt 


accaacaggg 


2820 


220 


gagaagccat 


gtgagcaagt 


ccagttccag 


cccaacacag 


tgaacacttt 


ggcctgcccg 


2880 


221 


ctcctctcca 


acctggcgac 


ccgactctgg 


ctacgcaacg 


gggcccccgt 


caatgcctcg 


2940 


222 


gcctcctgcc 


acgtgctacc 


cactggggac 


ctgctgctgg 


tgggcactgg 


agtagcacct 


3000 


223 


tccacgacca 


ggagaggcac 


tggggagggg 


tcacagggat 


gccacccggg 


cagacctgag 


3060 


22 4 


gaagagatgg 


aggtggacgt 


gtcagcaccc 


ggctggggcc 


tgtccctgga 


tgcaggctac 


3120 


225 


tctagggcac 


ctgtcccgcc 


ttga 




















3144 


227 


<210> SEQ ID NO 


4 




























228 


<211> LENGTH: 1047 




























229 


<212> TYPE: 


PRT 






























230 


<213> ORGANISM: 


homo sapiens 




















232 


<400> SEQUENCE: 


4 




























233 


Met 


Pro 


Ser 


Gin 


Gly 


Arg 


Val 


Glu 


Ser 


Cys 


Ser 


Cys 


Arg 


Ser 


Gly 


Gly 




234 


1 








5 












10 










15 






235 


Gly 


Gly 


Pro 


Arg 


Gly 


Asp 


Ser 


Gly 


Ala 


Asp 


Arg 


Gly 


Ala 


Glu 


Leu 


Pro 




236 








20 












25 










30 








237 


Pro 


Val 


Ser 


Pro 


Ala 


Glu 


Pro 


Pro 


Glu 


Pro 


Glu 


Pro 


Arg 


Asp 


Thr 


Val 




238 






35 












40 










45 










239 


Ala 


Pro 


Ala 


Leu 


Arg 


Met 


Leu 


Arg 


Thr 


Ala 


Met 


Gly 


Leu 


Arg 


Ser 


Trp 




240 




50 












55 










60 












241 


Leu 


Ala 


Ala 


Pro 


Trp 


Gly 


Ala 


Leu 


Pro 


Pro 


Arg 


Pro 


Pro 


Leu 


Leu 


Leu 




242 


65 










70 










75 
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VERIFICATION SUMMARY DATE : 11/01/2001 

PATENT APPLICATION: US/0 9/981,318 TIME: 13:54:05 

Input Set : A:\LEX-0255-USA SEQLIST.txt 
Output Set: N:\CRF3\11012001\I981318.raw 

L:ll M:270 C: Current Application Number differs, Replaced Current Application No 
L:ll M:271 C: Current Filing Date differs/ Replaced Current Filing Date 
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